AllBio Abstract Template

Biological background of the bioinformatics problem

replace the text with yours (Cambria 11)

Since AllBio is a KBBE call (KBBE.2011.3.6-02: Supporting the development of Bioinformatics Infrastructures for the effective exploitation of genomic data: beyond health applications) the biological arguments can cover agronomy, livestock, agro-alimentary, fishery, marine biology, bacteriology, microbiology, virology, biodiversity, genetic resources, crop evolution, biotechnology, agro-biodiversity" EXECPT human health

Type of data to be analyzed

replace the text with yours (Cambria 11)

Type of data can cover: sequences, microarray, images, annotations, literature, etc

Nature of bottleneck in the data analysis process

replace the text with yours (Cambria 11)

Describe what are the problems within the data analysis and how you circumvent them if you can

Ideal workflow and final result of the analysis process

replace the text with yours (Cambria 11)

If you have an idea of how you would like to have the data analysis workflow resolved and especially how the final result should look like, describe that here.










